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Undefined organism found in <213> in SEQ ID (3) 
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<110> APPLICANT: Zuker, Charles S. 

The Regents of the University of California 
<120> TITLE OF INVENTION: Assays for Sensory Modulators Using a Sensory Cell 

Specific G-Protein Alpha Subunit 
<130> FILE REFERENCE: 0 2 3 0 7E-0 9 2 6 1 0 US 



<140> CURRENT APPLICATION NUMBER : 0 94 92 02 8 

<141> CURRENT FILING DATE : 2 0 0 8 -1 1-2 0 

<150> PRIOR APPLICATION NUMBER: US 60/117,367 

<151> PRIOR FILING DATE: 1999-01-27 

<160> NUMBER OF SEQ ID NOS : 14 

<170> SOFTWARE: Patentln Ver. 2.1 



<210> SEQ ID NO 1 

<211> LENGTH: 1503 

<212> TYPE: DNA 

<213> ORGANISM: Mus sp . 

<220> FEATURE: 

<221> NAME/KEY: CDS 

<222> LOCATION: (157) . . (1224) 

<223> OTHER INFORMATION: mouse taste cell specific G-protein alpha 14 

subunit (TC-Galphal4) 
<400> SEQUENCE: 1 

aactgccttc gagaagcgtt agcctagaga tccgagcctc ttctccatac catagttggt 60 
tcaggtggtt tcctcttcaa accttgcgtc tgcggataat ccgcgcggcc gggcgttaag 120 
ctccaggtcc ctgtcgctcc gtcgaggtgg caagcc atg gcc ggc tgc tgc tgt 174 

Met Ala Gly Cys Cys Cys 
1 5 

ttg tct gcg gag gag aaa gag tct cag cgc ate age gcg gag ate gag 222 
Leu Ser Ala Glu Glu Lys Glu Ser Gin Arg lie Ser Ala Glu lie Glu 

10 15 20 

egg cac gtt cgc cgc gac aag aag gac gcg cgc egg gag etc aag ctg 270 
Arg His Val Arg Arg Asp Lys Lys Asp Ala Arg Arg Glu Leu Lys Leu 

25 30 35 

ctg ttg ctg gga acc ggt gag agt ggg aaa age ace ttt ate aag cag 318 
Leu Leu Leu Gly Thr Gly Glu Ser Gly Lys Ser Thr Phe lie Lys Gin 

40 45 50 

atg agg ata ate cat ggg tct ggc tac agt gat gaa gat aga aag ggc 366 
Met Arg lie lie His Gly Ser Gly Tyr Ser Asp Glu Asp Arg Lys Gly 
55 60 65 70 

ttc acg aag ctg gtt tac caa aac ata ttc acg gcc atg caa gcc atg 414 
Phe Thr Lys Leu Val Tyr Gin Asn lie Phe Thr Ala Met Gin Ala Met 

75 80 85 

ate aga gca atg gat acc ctg agg ata caa tac atg tgt gag cag aat 4 62 
lie Arg Ala Met Asp Thr Leu Arg lie Gin Tyr Met Cys Glu Gin Asn 

90 95 100 

aag gaa aat gcc cag ate ate agg gaa gtg gaa gta gac aag gtc act 510 
Lys Glu Asn Ala Gin lie lie Arg Glu Val Glu Val Asp Lys Val Thr 

105 110 115 

gca etc tct aga gac cag gtg gca gcc ate aag cag ctg tgg ctg gat 558 
Ala Leu Ser Arg Asp Gin Val Ala Ala lie Lys Gin Leu Trp Leu Asp 

120 125 130 

ccc gga ate cag gag tgt tac gac agg agg agg gag tac cag ctg tea 606 
Pro Gly lie Gin Glu Cys Tyr Asp Arg Arg Arg Glu Tyr Gin Leu Ser 
135 140 145 150 

gac tct gcc aaa tat tac ctg acg gac att gag cgt ate gcc atg ccc 654 
Asp Ser Ala Lys Tyr Tyr Leu Thr Asp lie Glu Arg lie Ala Met Pro 



155 160 165 

tct ttc gtg cca aca caa cag gat gtg ctt cgt gtt aga gtg ccc acc 702 

Ser Phe Val Pro Thr Gin Gin Asp Val Leu Arg Val Arg Val Pro Thr 

170 175 180 

act ggc ate ata gaa tat cca ttc gac ctg gaa aac ate ate ttc cga 750 

Thr Gly lie lie Glu Tyr Pro Phe Asp Leu Glu Asn lie lie Phe Arg 

185 190 195 

atg gtg gat gtt ggt ggc cag cga tct gaa cga egg aaa tgg att cac 7 98 

Met Val Asp Val Gly Gly Gin Arg Ser Glu Arg Arg Lys Trp lie His 

200 205 210 

tgc ttt gag agt gtc acc tec ate att ttc ttg gtt get ctg agt gaa 846 

Cys Phe Glu Ser Val Thr Ser lie lie Phe Leu Val Ala Leu Ser Glu 

215 220 225 230 

tat gac cag gtt ctg get gag tgt gac aat gag aac cgc atg gag gag 8 94 

Tyr Asp Gin Val Leu Ala Glu Cys Asp Asn Glu Asn Arg Met Glu Glu 

235 240 245 

age aaa gee ctg ttt aga acc ate ate acc tac ccc tgg ttt ctg aac 942 

Ser Lys Ala Leu Phe Arg Thr lie lie Thr Tyr Pro Trp Phe Leu Asn 

250 255 260 

tec tec gtg att ctg ttc tta aac aag aag gat ctt eta gag gag aaa 990 

Ser Ser Val lie Leu Phe Leu Asn Lys Lys Asp Leu Leu Glu Glu Lys 

265 270 275 

ate atg tac tct cat eta att age tac ttc cca gag tac aca gga cca 1038 

lie Met Tyr Ser His Leu lie Ser Tyr Phe Pro Glu Tyr Thr Gly Pro 

280 285 290 

aag caa gat gtc aaa gcg gec agg gac ttt ate ctg aag ctg tat caa 108 6 

Lys Gin Asp Val Lys Ala Ala Arg Asp Phe lie Leu Lys Leu Tyr Gin 

295 300 305 310 

gac cag aat cct gac aaa gag aag gtt ate tat tct cac ttc act tgt 1134 

Asp Gin Asn Pro Asp Lys Glu Lys Val lie Tyr Ser His Phe Thr Cys 

315 320 325 

get aca gac acc gag aat ate cgc ttt gtg ttt get get gtc aaa gac 1182 

Ala Thr Asp Thr Glu Asn lie Arg Phe Val Phe Ala Ala Val Lys Asp 

330 335 340 

aca ate eta cag eta aac eta egg gag ttc aac ttg gtg taa 1224 

Thr lie Leu Gin Leu Asn Leu Arg Glu Phe Asn Leu Val 

345 350 355 

atggagggcc tactcctccg agacagaggg tgatctgagc ccttcctgcc tgatctacaa 1284 
gtgcttctgg accaggacct aaggacatta tgtagcccac aggacagaga tgggtagtgc 1344 
aatgtgaaaa atacttcacc aaccctttta agtgtcttta attcttcact gtctaactct 1404 
tttctcgcct tttggttgaa cgattaggta tcatttttga gtggttcccc ctctcctatt 1464 
tttttaaact agtgttcaac agttattaaa aaatcatgc 1503 



<210> SEQ ID NO 2 
<211> LENGTH: 355 
<212> TYPE: PRT 
<213> ORGANISM: Mus sp . 
<220> FEATURE: 

<223> OTHER INFORMATION: mouse taste cell specific G-protein alpha 14 

subunit (TC-Galphal4) 
<400> SEQUENCE: 2 

Met Ala Gly Cys Cys Cys Leu Ser Ala Glu Glu Lys Glu Ser Gin Arg 

15 10 15 

lie Ser Ala Glu lie Glu Arg His Val Arg Arg Asp Lys Lys Asp Ala 

20 25 30 

Arg Arg Glu Leu Lys Leu Leu Leu Leu Gly Thr Gly Glu Ser Gly Lys 
35 40 45 



Ser Thr Phe lie Lys Gin Met Arg lie lie His Gly Ser Gly Tyr Ser 

50 55 60 

Asp Glu Asp Arg Lys Gly Phe Thr Lys Leu Val Tyr Gin Asn lie Phe 
65 70 75 80 

Thr Ala Met Gin Ala Met lie Arg Ala Met Asp Thr Leu Arg lie Gin 

85 90 95 

Tyr Met Cys Glu Gin Asn Lys Glu Asn Ala Gin lie lie Arg Glu Val 

100 105 110 

Glu Val Asp Lys Val Thr Ala Leu Ser Arg Asp Gin Val Ala Ala lie 

115 120 125 

Lys Gin Leu Trp Leu Asp Pro Gly lie Gin Glu Cys Tyr Asp Arg Arg 

130 135 140 

Arg Glu Tyr Gin Leu Ser Asp Ser Ala Lys Tyr Tyr Leu Thr Asp lie 
145 150 155 160 

Glu Arg lie Ala Met Pro Ser Phe Val Pro Thr Gin Gin Asp Val Leu 

165 170 175 

Arg Val Arg Val Pro Thr Thr Gly lie lie Glu Tyr Pro Phe Asp Leu 

180 185 190 

Glu Asn lie lie Phe Arg Met Val Asp Val Gly Gly Gin Arg Ser Glu 

195 200 205 

Arg Arg Lys Trp lie His Cys Phe Glu Ser Val Thr Ser lie lie Phe 

210 215 220 

Leu Val Ala Leu Ser Glu Tyr Asp Gin Val Leu Ala Glu Cys Asp Asn 
225 230 235 240 

Glu Asn Arg Met Glu Glu Ser Lys Ala Leu Phe Arg Thr lie lie Thr 

245 250 255 

Tyr Pro Trp Phe Leu Asn Ser Ser Val lie Leu Phe Leu Asn Lys Lys 

260 265 270 

Asp Leu Leu Glu Glu Lys lie Met Tyr Ser His Leu lie Ser Tyr Phe 

275 280 285 

Pro Glu Tyr Thr Gly Pro Lys Gin Asp Val Lys Ala Ala Arg Asp Phe 

290 295 300 

lie Leu Lys Leu Tyr Gin Asp Gin Asn Pro Asp Lys Glu Lys Val lie 
305 310 315 320 

Tyr Ser His Phe Thr Cys Ala Thr Asp Thr Glu Asn lie Arg Phe Val 

325 330 335 

Phe Ala Ala Val Lys Asp Thr lie Leu Gin Leu Asn Leu Arg Glu Phe 

340 345 350 

Asn Leu Val 
355 



<210> SEQ ID NO 3 

<211> LENGTH: 2771 

<212> TYPE: DNA 

<213> ORGANISM: Rattus sp . 

<220> FEATURE: 

<223> OTHER INFORMATION: rat G-protein 

<400> SEQUENCE: 3 

attcacatca gagctgtgct cagccatgct 
tcttctgggc tgctcacctg ctgctcagcc 
gccaaaggac agagtcctct ccaggcttca 
tgttctccct ccatggtgac tgtctgcagg 
acaggcccga cagcttcaac ggccatggct 
ttgaggagat aaacaactcc tcggccctgc 
acgacgtgtg ctcagaatct gccaatgtgt 
ggccccgcca catagagata cagaaagacc 
tcatcgggcc tgacaacact gaccacgctg 



coupled receptor B3 (GPCR-B3) 

gggcagaggg acgacggctg gccagcatgc 60 

tgcagttggt ctactgctgg gctttcagct 120 

gccttcctgg ggacttcctc cttgcaggtc 180 

tgagacacag acctctggtg acaagttgtg 240 

accacctctt ccaagccatg cggttcactg 300 

ttcccaacat caccctgggg tatgagctgt 360 

atgccaccct gagggtgctt gccctgcaag 420 

ttcgcaacca ctcctccaag gtggtggcct 480 

tcactaccgc tgccttgctg ggtcctttcc 540 



tgatgcccct ggtcagctat gaggcaagca gcgtggtact cagtgccaag cgcaagttcc 600 

cgtctttcct tcgtaccgtc cccagtgacc ggcaccaggt ggaggtcatg gtgcagctgc 660 

tgcagagttt tgggtgggtg tggatctcgc tcattggcag ctacggtgat tacgggcagc 720 

tgggtgtgca ggcgctggag gagctggccg tgccccgggg catctgcgtc gccttcaagg 780 

acatcgtgcc tttctctgcc cgggtgggtg acccgaggat gcagagcatg atgcagcatc 840 

tggctcaggc caggaccacc gtggttgtgg tcttctctaa ccggcacctg gctagagtgt 900 

tcttcaggtc cgtggtgctg gccaacctga ctggcaaagt gtgggtcgcc tcagaagact 960 

gggccatctc cacgtacatc accagcgtga ctgggatcca aggcattggg acggtgctcg 1020 

gtgtggccgt ccagcagaga caagtccctg ggctgaagga gtttgaggag tcttatgtca 1080 

gggctgtaac agctgctccc agcgcttgcc cggaggggtc ctggtgcagc actaaccagc 1140 

tgtgccggga gtgccacacg ttcacgactc gtaacatgcc cacgcttgga gccttctcca 1200 

tgagtgccgc ctacagagtg tatgaggctg tgtacgctgt ggcccacggc ctccaccagc 1260 

tcctgggatg tacttctgag atctgttcca gaggcccagt ctacccctgg cagcttcttc 1320 

agcagatcta caaggtgaat tttcttctac atgagaatac tgtggcattt gatgacaacg 1380 

gggacactct aggttactac gacatcatcg cctgggactg gaatggacct gaatggacct 1440 

ttgagatcat tggctctgcc tcactgtctc cagttcatct ggacataaat aagacaaaaa 1500 

tccagtggca cgggaagaac aatcaggtgc ctgtgtcagt gtgtaccacg gactgtctgg 1560 

cagggcacca cagggtggtt gtgggttccc accactgctg ctttgagtgt gtgccctgcg 1620 

aagctgggac ctttctcaac atgagtgagc ttcacatctg ccagccttgt ggaacagaag 1680 

aatgggcacc caaggagagc actacttgct tcccacgcac ggtggagttc ttggcttggc 1740 

atgaacccat ctctttggtg ctaatagcag ctaacacgct attgctgctg ctgctggttg 1800 

ggactgctgg cctgtttgcc tggcattttc acacacctgt agtgaggtca gctgggggta 1860 

ggctgtgctt cctcatgctg ggttccctgg tggccggaag ttgcagcttc tatagcttct 1920 

tcggggagcc cacggtgccc gcgtgcttgc tgcgtcagcc cctcttttct ctcgggtttg 1980 

ccatcttcct ctcctgcctg acaatccgct ccttccaact ggtcatcatc ttcaagtttt 2040 

ctaccaaggt gcccacattc taccgtacct gggcccaaaa ccatggtgca ggtctattcg 2100 

tcattgtcag ctccacggtc catttgctca tctgtctcac atggcttgta atgtggaccc 2160 

cacgacccac cagggaatac cagcgcttcc cccatctggt gattctcgag tgcacagagg 2220 

tcaactctgt aggcttcctg ttggctttca cccacaacat tctcctctcc atcagtacct 2280 

tcgtctgcag ctacctgggt aaggaactgc cagagaacta taatgaagcc aaatgtgtca 2340 

ccttcagcct gctcctcaac ttcgtatcct ggatcgcctt cttcaccatg gccagcattt 2400 

accagggcag ctacctgcct gcggtcaatg tgctggcagg gctgaccaca ctgagcggcg 2460 

gcttcagcgg ttacttcctc cccaagtgct atgtgattct ctgccgtcca gaactcaaca 2520 

atacagaaca ctttcaggcc tccatccagg actacacgag gcgctgcggc actacctgat 2580 

ccactggaaa ggtgcagacg ggaaggaagc ctctcttctt gtgctgaagg tggcgggtcc 2 64 0 

agtggggccg agagcttgag gtgtctggga gagctccggc acagcttacg atgtataagc 2700 

acgcggaaga atccagtgca ataaagacgg gaagtgtgaa aaaaaaaaaa aaaaaaaaaa 2760 
aaaaaaaaaa a 2 771 

<210> SEQ ID NO 4 
<211> LENGTH: 2579 
<212> TYPE: DNA 
<213> ORGANISM: Mus sp . 
<220> FEATURE: 

<223> OTHER INFORMATION: mouse G-protein coupled receptor B3 (GPCR-B3) 
<400> SEQUENCE: 4 

tttggccagc atgcttttct gggcagctca cctgctgctc agcctgcagc tggccgttgc 60 

ttactgctgg gctttcagct gccaaaggac agaatcctct ccaggtttca gcctccctgg 120 

ggacttcctc ctggcaggcc tgttctccct ccatgctgac tgtctgcagg tgagacacag 180 

acctctggtg acaagttgtg acaggtctga cagcttcaac ggccatggct atcacctctt 240 

ccaagccatg cggttcaccg ttgaggagat aaacaactcc acagctctgc ttcccaacat 300 

caccctgggg tatgaactgt atgacgtgtg ctcagagtct tccaatgtct atgccaccct 360 

gagggtgccc gcccagcaag ggacaggcca cctagagatg cagagagatc ttcgcaacca 420 

ctcctccaag gtggtggcac tcattgggcc tgataacact gaccacgctg tcaccactgc 480 

tgccctgctg agcccttttc tgatgcccct ggtcagctat gaggcgagca gcgtgatcct 540 

cagtgggaag cgcaagttcc cgtccttctt gcgcaccatc cccagcgata agtaccaggt 600 

ggaagtcata gtgcggctgc tgcagagctt cggctgggtc tggatctcgc tcgttggcag 660 



ctatggtgac tacgggcagc tgggcgtaca ggcgctggag gagctggcca ctccacgggg 720 

catctgcgtc gccttcaagg acgtggtgcc tctctccgcc caggcgggtg acccaaggat 780 

gcagcgcatg atgctgcgtc tggctcgagc caggaccacc gtggtcgtgg tcttctctaa 840 

ccggcacctg gctggagtgt tcttcaggtc tgtggtgctg gccaacctga ctggcaaagt 900 

gtggatcgcc tccgaagact gggccatctc cacgtacatc accaatgtgc ccgggatcca 960 

gggcattggg acggtgctgg gggtggccat ccagcagaga caagtccctg gcctgaagga 1020 

gtttgaagag tcctatgtcc aggcagtgat gggtgctccc agaacttgcc cagaggggtc 1080 

ctggtgcggc actaaccagc tgtgcaggga gtgtcacgct ttcacgacat ggaacatgcc 1140 

cgagcttgga gccttctcca tgagcgctgc ctacaatgtg tatgaggctg tgtatgctgt 1200 

ggcccacggc ctccaccagc tcctgggatg tacctctggg acctgtgcca gaggcccagt 1260 

ctacccctgg cagcttcttc agcagatcta caaggtgaat ttccttctac ataagaagac 1320 

tgtagcattc gatgacaagg gggaccctct aggttattat gacatcatcg cctgggactg 1380 

gaatggacct gaatggacct ttgaggtcat tggttctgcc tcactgtctc cagttcatct 1440 

agacataaat aagacaaaaa tccagtggca cgggaagaac aatcaggtgc ctgtgtcagt 150 0 

gtgtaccagg gactgtctcg aagggcacca caggttggtc atgggttccc accactgctg 1560 

cttcgagtgc atgccctgtg aagctgggac atttctcaac acgagtgagc ttcacacctg 1620 

ccagccttgt ggaacagaag aatgggcccc tgaggggagc tcagcctgct tctcacgcac 1680 

cgtggagttc ttggggtggc atgaacccat ctctttggtg ctattagcag ctaacacgct 1740 

attgctgctg ctgctgattg ggactgctgg cctgtttgcc tggcgtcttc acacgcctgt 1800 

tgtgaggtca gctgggggta ggctgtgctt cctcatgctg ggttccttgg tagctgggag 1860 

ttgcagcctc tacagcttct tcgggaagcc cacggtgccc gcgtgcttgc tgcgtcagcc 1920 

cctcttttct ctcgggtttg ccattttcct ctcctgtctg acaatccgct ccttccaact 1980 

ggtcatcatc ttcaagtttt ctaccaaggt acccacattc taccacactt gggcccaaaa 2040 

ccatggtgcc ggaatattcg tcattgtcag ctccacggtc catttgttcc tctgtctcac 2100 

gtggcttgca atgtggaccc cacggcccac cagggagtac cagcgcttcc cccatctggt 2160 

gattcttgag tgcacagagg tcaactctgt gggcttcctg gtggctttcg cacacaacat 2220 

cctcctctcc atcagcacct ttgtctgcag ctacctgggt aaggaactgc cggagaacta 2280 

taacgaagcc aaatgtgtca ccttcagcct gctcctccac ttcgtatcct ggatcgcttt 2340 

cttcaccatg tccagcattt accagggcag ctacctaccc gcggtcaatg tgctggcagg 2400 

gctggccact ctgagtggcg gcttcagcgg ctatttcctc cctaaatgct acgtgattct 2460 

ctgccgtcca gaactcaaca acacagaaca ctttcaggcc tccatccagg actacacgag 2520 

gcgctgcggc actacctgag gcgctgcggc actacctgag gcgctgcggc actacctga 257 9 

<210> SEQ ID NO 5 

<211> LENGTH: 2333 

<212> TYPE: DNA 

<213> ORGANISM: Homo sapiens 

<220> FEATURE: 

<223> OTHER INFORMATION: human G-protein coupled receptor (GPCR-B3) 
<400> SEQUENCE: 5 

aggtcttgta gcttcaatga gcatggctac cacctcttcc aggctatgcg gcttggggtt 60 

gaggagataa acaactccac ggccctgctg cccaacatca ccctggggta ccagctgtat 120 

gatgtgtgtt ctgactctgc caatgtgtat gccacgctga gagtgctctc cctgccaggg 180 

caacaccaca tagagctcca aggagacctt ctccactatt cccctacggt gctggcagtg 240 

attgggcctg acagcaccaa ccgtgctgcc accacagccg ccctgctgag ccctttcctg 300 

gtgcatatta gctatgcggc cagcagcgag acgctcagcg tgaagcggca gtatccctct 360 

ttcctgcgca ccatccccaa tgacaagtac caggtggaga ccatggtgct gctgctgcag 420 

aagttcgggt ggacctggat ctctctggtt ggcagcagtg acgactatgg gcagctaggg 480 

gtgcaggcac tggagaacca ggccctggtc aggggcatct gcattgcttt caaggacatc 540 

atgcccttct ctgcccaggt gggcgatgag aggatgcagt gcctcatgcg ccacctggcc 600 

caggccgggg ccaccgtcgt ggttgttttt tccagccggc agttggccag ggtgtttttc 660 

gagtccgtgg tgctgaccaa cctgactggc aaggtgtggg tcgcctcaga agcctgggcc 720 

ctctccaggc acatcactgg ggtgcccggg atccagcgca ttgggat 



